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ü Integrated morphological and molecular 

systematic analysis: CMarZ cruises have 

included  expert taxonomists and barcoders, 

who work together toward accurate 

descriptions of zooplankton species diversity, 

including discovery and description of new 

species.

ü Global surveys: CMarZ Steering Group 

members have worked to achieve global 

sampling from ships of opportunity and 

dedicated cruises.  

ü Biodiversity hotspots: CMarZ has focused 

on biodiversity hotspots (areas of high 

probability for species discovery) in the deep 

sea, coastal regions of Southeast Asia, and 

other under-sampled ocean regions. 

CMarZ Goals
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Species

1 Foraminifera 1 Foraminifera 49

2 2 Acantharea 150

3 Polycystinea (Radiolaria) 350

3 Cercozoa 4 Phaeodarea (Radiolaria) 350

4 5 Aloricate Ciliata 150

6 Tintinnida 300

5 7 Hydromedusae 842

8 Siphonophora 160

9 Cubomedusae 18

10 Scyphomedusae 161

6 Ctenophora 11 Ctenophora 90

7 Rotifera 12 Rotifera 50

8 Platyhelminthes 13 Platyhelminthes 3

9 Nematomorpha 14 Nectonema 5

10 Nemertea 15 Nemertinea 99

11 Annelida 16 Polychaeta 110

12 17 Gastropoda 144

18 Cephalopoda 370

13 19 Cladocera 8

20 Ostracoda 169

21 Isopoda 20

22 Copepoda 2000

23 Mysidacea 700

24 Amphipoda 400

25 Euphausiacea 86

26 Decapoda 50

27 Insecta 5

14 Chaetognatha 28 Chaetognatha 93

15 29 Appendicularia 64

30 Pyrosoma 8

31 Doliolida 17

32 Salpidae 45

TOTALS  7,066

Chordata

Actinopoda

Ciliophora

Cnidaria

Phylum Taxon 

Mollusca

Arthropoda



Analysis of  Global Biodiversity

Since 2004, CMarZ has completed more than 90 cruises and collected samples 

from > 12,000 stations; 6,500 archived samples have been available for analysis. 



CMarZ Biodiversity Surveys

R. Hopcroft

M. Kuriyama & H. Matsuura

T
a

x
o

n
o

m
ic

 A
n

a
ly

s
is

D
N

A
 B

a
rc

o
d

in
g

 a
t 

S
e

a

ABI 3130 Capillary Sequencer

PCR machines

U. Piatkowski & H. Ossenbrügge 

(left); P. Batta Lona (below) 

B. Ortman & P. Batta Lona

CMarz has carried out comprehensive biodiversity surveys, with at-sea taxonomic 

analysis of samples, photography of living specimens, and DNA barcoding.



CMarZ Zooplankton Sampling


